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Phylogeography and ecology of the
Siberian rve deer (Capreolus pygargus Pallas, 1887)
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The Siberian roe deer (Capreolus pygargus) is widely distributed in Eurasia, including Russian Siberia,
Yakutia, Transbaikalia, Russian Far East, Northern Mongolia, Northern China and Korea. Ecologically, the
Siberian roe deer demonstrates site-fidelity in the rut time and the period of raising youngs (spring and
summer) with long-distance migration in autumn and winter. For most of its distribution, roe deer exist at
densities of 1.2 to 8.6 ind /10 sq. Km. In a number of areas, the abundance of roe deer has been
substantially decreased due to overhunting. This has resulted in the formation of isclated populations
within their range. The ecological specificity of this species emphasizes the importance of studying the
genetic diversity and phylogeographic structure of the Siberian roe deer populations. However, there have
been very few studies conceming these subjects up to now. In addition, the taxonomic status of the roe
deer population in Jeju Island has been controversial because there seems to be considerable
morphological differences between the roe deer populations on Korean peninsula and Jeju Island. In the
present study, mitochondral cytochrome b and control region sequences of roe deer samples from Russian
Siberia, Trans-Baikal, Amurskyi region, Primorskyi Krai, Korean peninsula and Jeju I[sland were utilized to
evaluated genetic diversity and phylogeographic structure of the species. The phylogenetic trees and
network analysis indicated that there are two major phylogroups consisting of the Eurasian mainland group
and Jeju Island group. There are no shared haplotypes between the two groups suggesting that the island
lineage diverged early in the evolution of the species. In contrast, populations in the Eurasian continent
did not show apparent phylogeographic structure suggesting gene flow among the populations. Nucleotide
and haplotype diversities of C. pygargus in Russia were higher than those in Korea including Jeju Island.
To understand their detailed phylogeographic structure, analysis with a faster evolving genetic marker such
as microsatellites would be needed.
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