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MporpaMMHbIii KOMUTET

Conpeaceaatenu:

Kumy Uropb . , akaaeMuk, IHCTUTYT MoNeKynsipHoii 1 knetouHoi 6uonorun CO PAH, HoBocnbupck (Poccust)

Irpacdopatckuii AnekcaHap Cepreeeud, 4.6.H., UHCTUTYT MonekynsipHoi 1 kneTtouHoi 6uonorum CO PAH, Hosocubupck (Poccust)

CocraB KOMUTETa:

raTrn Maypuumo, npoceccop, YHusepcuteT Puma Sapienza (Mtanus)

CraHboH Pocko, npoceccop, YHuBepcutet dnopeHumnmn (Utanus)

Jup Tomac, npoceccop, MHCTUTYT reHeTUkm yenoseka, MieHa (MepMaHins)

BensieBa EneHa CepreeBHa, A.6.H., UHCTUTYT MonekynsipHoi 1 kneTtouHoi 6uonorum CO PAH, HoBocubupck (Poccus)
BorpaHos FOpuit ®epnopoBuy, A.6.H., MHCTUTYT 06Lweil reHeTvku um. H.W. BaBunoea PAH, Mockea (Poccus)
I'so3pes BnaguMup AnekceeBuy, akageMvk, HCTUTYT MonekynsipHoi reHetuku PAH, Mockea (Poccus)

leoprues MNasen Meopruesuy, akaaemuk, MHCTUTYT 6uonorum reHa PAH, Mocksa (Poccust)

Ky3HeuoBa BaneHTnHa IpuropbeBHa, A.6.H., 300/10rv4eckuit MHCTUTYT PAH, CaHkT-MeTepbypr (Poccus)

PoavoHoB AnekcaHap BukeHTbeBuu, A.6.H., BoTaHuyeckuit MHCTUTYT uM. B.J1. Komaposa PAH, CaHkT-MeTep6bypr (Poccus)

OpraHn3auMoHHbI KOMUTET

MNpencepatens:

Kumy Uropb & p , akaaeMuK

CocraB koMuTeTa:

An OkcaHa Bukr K.6.H.
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from Guinea with the lowest diploid number in the genus (2N=30, FN=60, FNA=56) (Solano et
al. 2014, Denys and Aniskine 2012). In the absence of chromosome homology data, only one pair
classified as the very large submetacentric autosomes may to be suggested as a chromosome
marker for different Dendromus karyotypes (Denys, Aniskine, 2012). The largest subtelocentric
pair presented in the karyotype of M. nikolausi seems homologous to this generic karyotypic
marker, C-banding data show that each arm in bi-armed chromosomes of D. lachaisei (2N=30) is
mainly euchromatic in spite of the exceeded amounts of pericentromeric heterochromatin in many
pairs. Therefore, the two-armed chromosomes of this species might have been originated from
fusion rearrangements between one-arm elements of ancient karyotype. Fully heterochromatic
arms in some pairs of M. nikolausi (2N=36) might indicate a particular way to low chromosome

number in the karyotype evolution of this endemic dendromurine rodent.
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The "Asian" lineage of Microtus voles includes two subgenera: Alexandromys and
Pallasiinus [Gromov and Erbaeva, 1993], that arc suggested to be merged into a single subgenus
Alexandromys in the taxonomy of Musser and Carleton, 2005 based on morphological,
cytogenetic and molecular data. This subgenus is represented by nine species on the territory of
the Russian Far East (RFE). Comparative analyses of conventionally stained and GTG-banded
chromosomes of the group was performed for the first time by Meyer et al. 1996. We hybridized
all M. agrestis chromosome-specific DNA-probes onto GTG-stained chromosomes of all species
from this group. Both species with stable and with polymorphic karyotypes were described. We
demonstrated that some voles have karyotypes that are polymorphic in diploid number and/or
morphology of chromosomes. We presume that pericentric inversions and tandem fusion are the

main type of karyotype rearrangements in this Microtus species.
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