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Cicer arietinum Organism overview

Lineage: Eukaryota[9271]; Viridiplantae[957]; Streptophyta[867]; Embryophyta[861]; Tracheophyta[849]; Spermatophyta[836]; Magnoliopsida[818]; eudicotyledons[649]; Gunneridae[649]; Pentapetalae[649]; rosids[411]; fabids[201]; Fabales[59]; Fabaceae[58]; Papilionoideae[47]; 50 kb inversion clade[45]; NPAAA clade[35]; Hologalegina[16]; IRL clade[15]; Cicereae[3]; Cicer[3]; Cicer arietinum[1]


Cicer arientinum, chickpea, is widely used for human food and livestock fodder. It is the third-most important grain legume. Modern breeding programs are attempting to develop cultivars that exhibit resistance to the most common phytopathogens.
	Summary
	Sequence data:
	 genome assemblies: 5; sequence reads: 5
	 (See  Genome Assembly and Annotation report)

	
	

	Statistics:
	 median total length (Mb): 511.684

	
	 median protein count: 35754

	
	 median GC%: 32.6705

	NCBI Annotation Release: 
	102






