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Organism name: 
Vitis vinifera (wine grape)
Infraspecific name: 
Cultivar: PN40024
BioSample: 
SAMEA2272750
BioProject: 
PRJEA18785
Submitter: 
International Grape Genome Program
Date: 
[bookmark: _GoBack]2009/12/07
Release type: 
minor
Assembly level: 
Chromosome
Genome representation: 
full
RefSeq category: 
representative genome
GenBank assembly accession: 
GCA_000003745.2 (latest)
RefSeq assembly accession: 
GCF_000003745.3 (latest)
RefSeq assembly and GenBank assembly identical: 
no (hide details)
· Only in GenBank: 6 unplaced scaffolds (in primary assembly-unit)
· Only in RefSeq: chromosomes MT and Pltd (in non-nuclear assembly-unit)
· Data displayed for RefSeq version
WGS Project: 
CAAP03
IDs: 226431 [UID] 313298 [GenBank] 1387078 [RefSeq]
See Genome Information for Vitis vinifera
There are 9 assemblies for this organism
See more
History(Show revision history)
Comment
This is a 'working draft' sequence, generated by whole genome shotgun. This assembly was made at a 12X coverage of the genome, sequenced by Sanger method. Sequencing effort has been performed by GENOSCOPE, CRIBI (Consortium VIGNA) and IGA. More ...  more
Global statistics
	Total sequence length
	486,196,837

	Total ungapped length
	471,142,129

	Gaps between scaffolds
	154

	Number of scaffolds
	2,061

	Scaffold N50
	3,426,264

	Scaffold L50
	42

	Number of contigs
	14,634

	Contig N50
	102,851

	Contig L50
	1,362

	Total number of chromosomes and plasmids
	21

	Number of component sequences (WGS or clone)
	14,644



